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Purpose&
Contents

Tumor multifocality of Papillary thyroid cancer (PTC) is a common phenomenon
and is increasingly considered as an important indicator of aggressive
behaviors and poor prognosis. However, the reported incidence is currently
variable(18-87%) and ramifications of multifocal disease is not easy to
interpret due to differences and inconsistencies in conditions and designs of
the studies.

This study examined all specimen with whole-specimen mapping(WSM) in total
thyroidectomized patients diagnosed as a single nodule PTC to address the
question about missing occult lesions undetectable from high-resolution US.
This will reveal true nature(incidence/ spread pattern) of occult papillary
thyroid microcarcinoma in a single nodule PTC, meticulously diagnosed by
high-resolution US and fine-needle aspiration biopsy. And we also hope to
suggest useful clinicopathologic parameters to assist surgeon's decision on
finding an optimal extent of surgery.

Results

Whole-thyroid mapping revealed 66 occult PTC lesions missed by pre-operative
ultrasound in 37 (45.1%) of 82 patients. The great majority (92.5%) of the
occult PTC were smaller than 3 mm in size and 25 patients (30.5%) had the
occult PTC in the contralateral thyroid. Male sex was an independent
predictor of multifocality (odds ratio (OR) = 3.00; 95% Cl, 1.11 to 8.14);
however, none of the clinicopathologic parameters predicted contralateral PTC.
Analysis of prognostic factors showed that male sex (OR = 5.03; 95% Cl, 1.68
to 15.08) and extrathyroidal extensions (OR = 3.03; 95% Cl, 1.03 to 8.95)
were associated with multifocal PTC.

Expected
Contribution

This clinical data including male preponderance of multifocal PTC is a new
finding. Furthermore, we have established a cohort for solitary and multifocal
PTCs, planned to perform targeted sequencing for known hotspot mutations.

This molecular analysis will identify the marker for the multifocality.

After the feasibility test with a small amount of FNA cytology specimen, this
data can be a great help to make a decision for customized treatment before
the surgery.

Keywords

papillary ) )
, , multifocal customized ,
thyroid cancer thyrolid biomarker
tumor treatment
cancer
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688 newly diagnosed PTC patients were screened

510 patients with multiple suspicious nodules were excluded

178 patients with single suspicious thyroid nodule on preoperative US

96 patients underwent lobectomy

82 patients underwent total thyroidectomy
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Table 3 Results of multivariable analysis to determine
preoperative predictors of multifocal papillary thyroid carci-
noma (PTC) and its association with adverse prognostic factors

Variables OR (95% Cl) P

Prediction of multifocal PTC*
Male sex 3.00(1.11-8.14) 0.031
Heterogeneous echogenicity 0.50 (0.15-1.63) 0.251
Association with adverse
prognostic factors”

Male sex 5.03 (1.68-15.08) 0.004

Extrathyroidal extension 3.03(1.03-8.95) 0.044

Lymph node metastasis 0.38(0.14-1.03) 0.057
Prediction of bilateral PTC"

Extrathyroidal extension 0.20(0.07-1.24) 0.096

(3) Targeted sequencing
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